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pPpEX-A258 vector map, multiple cloning site and full
sequence
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GGAGCAGACAAGCCCGT CAGCGCGCGT CAGCCAEEGT GT TGECGEGTGI CE
GGGCTGECTTAACTATGCGECATCAGAGCAGATTGTACTGAGAGTTTGG
caat t gGI'CGACct cgagGECCCECCCGTA>y our _gene>GIGECAGC
TCTAGAgct agc GAATTCTTTGGTGAAATTGT TATCCGCTCACAATTCC
ACACAACATACGAGCCGGAAGCATAAAGT GTAAAGCCTG

Start point: gene insertion site
(G of GTGG 3’ of “your gene” is bp no. 1)
Mil tiple Coning Site: bases 9-26/2417-2442
| ac Pronoter: bases 61-91
pUC ori gi n: bases 415-1003
Ampicillin resistance ORF: bases 1174-2034

pPEX- For primng site: bases 2319-2339
pEX-Rev primng site: bases 71-96
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Ful | Sequence of pEX-A258 (2446 bp)

(1)

B EMEENt ggcaget ct agaget agegaat t ct tt ggt gaaat t gt t at ccget cacaattc
cacacaacat acgagccggaagcat aaagt gt aaagcct ggggt gect aat gagt gagct aact caca
ttaattgcgttgcget cact gcccgettt ccagt cgggaaacct gt cgt gccagcet geat t aat gaat
cggccaacgcgcggggagaggeggt t t gegt at t gggeget ct t ccgett cct cget cact gact cge
t gcget cggt cgt t cgget gcggecgageggt at caget cact caaaggeggt aat acggt t at ccaca
gaat caggggat aacgcaggaaagaacat gt gagcaaaaggccagcaaaaggccaggaaccgt aaaaa
ggccgegtt gct ggegt tttt ccat agget ccgeeccecct gacgageat cacaaaaat cgacgct caa
gt cagaggt ggcgaaacccgacaggact at aaagat accaggegt t t ccccct ggaaget ccct cgt g
cgct ctcct gt t ccgaccct gecget t accggat acct gt ccgecttt ct ccctt cgggaagegt gge
gctttctcatagcet cacget gt aggt at ct cagt t cggt gt aggt cgt t cget ccaaget ggget gt g
t gcacgaaccccccgt t cagcccgaccget gecgect t at ccggt aact at cgt ct t gagt ccaacccg
gt aagacacgact t at cgccact ggcagcagccact ggt aacaggat t agcagagcgaggt at gt agg
cggt gct acagagt t ct t gaagt ggt ggcct aact acggcet acact agaagaacagt at t t ggt at ct
gcget ct get gaagecagt t acct t cggaaaaagagt t ggt agct ct t gat ccggcaaacaaaccacce
gctggt agcggt ggttttttt gttt gcaagcagcagat t acgcgcagaaaaaaaggat ct caagaaga
tcctttgatcttttctacggggt ct gacget cagt ggaacgaaaact cacgt t aagggattttggtca
t gagat t at caaaaaggat ct t cacct agat cctttt aaatt aaaaat gaagttttaaat caat ct aa
agt at at at gagt aaact t ggt ct gacagt t accaat gct t aat cagt gaggcacct at ct cagcgat
ctgtctatttcgttcatccatagttgcctgactcccegt cgt gt agat aact acgat acgggagggct
t accat ct ggccccagt gct gcaat gat accgcgcgaaccacgct caccgget ccagat t t at cageca
at aaaccagccagccggaagggccgagcgecagaagt ggt cct gcaact tt at ccgect ccat ccagt ¢
tattaattgttgccgggaagct agagt aagt agt t cgccagt t aat agt t t gcgcaacgt t gt t gcca
tt gct acaggcat cgt ggt gt cacgct cgt cgt tt ggt at ggct t cat t caget ccggt t cccaacga
t caaggcgagt t acat gat cccccat gt t gt gcaaaaaagcggt t agct cct t cggt cct ccgat cgt
t gt cagaagt aagt t ggccgcagt gt t at cact cat ggt t at ggcagcact gcataattctcttactg
t cat gccat ccgt aagat gct ttt ct gt gact ggt gagt act caaccaagt cat t ct gagaat agt gt
at gcggcgaccgagt t gct ct t gcccggegt caat acgggat aat accgcgccacat agcagaact tt
aaaagt gct cat cat t ggaaaacgtt ct t cggggcgaaaact ct caaggat ct t accgct gt t gagat
ccagtt cgat gt aacccact cgt gcacccaact gat cttcagcatcttttactttcaccagegtttct
gggt gagcaaaaacaggaaggcaaaat gccgcaaaaaagggaat aagggcgacacggaaat gt t gaat
actcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgagcggataca
tatttgaat gt atttagaaaaat aaacaaat aggggtt ccgcgeacatttccccgaaaagt gccacct
gacgt ct aagaaaccat t at t at cat gacat t aacct at aaaaat aggcgt at cacgaggccctttcg
t ct cgcgegt t t cggt gat gacggt gaaaacct ct gacacat gcagct cccggagacggt cacagcet t
gt ct gt aagcggat gccgggagcagacaagcccgt cagggegegt cagegggt gt t ggcgggt gt cgg
ggct ggct t aact at gcggeat cagagcagat t gt act gagagt t t ggcaat t ggt cgacct cgaggg
cgcgcccgt a(2446)



